Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; disorder in solvent or counterion; R factor = 0.022; wR factor = 0.060; data-toparameter ratio = 13.3.
Experimental
Crystal data [Cd(C 4 
Data collection
Bruker APEXII area-detector difractometer diffractometer Absorption correction: multi-scan (SADABS, Sheldrick, 1996) T 
Refinement
C-bound H-atoms were placed in calculated positions (C-H = 0.98 Å) and were included in the refinement in the riding model approximation, with U(H) fixed at 1.2U(C). The hydroxy H-atoms were generated geometrically by assuming an sp 3 type of hybridization (O-H = 0.82 Å); these were included in the refinement. At this stage, the difference Fourier map had a peak at about 1.5 Å from hydroxyl H9 atom and it was refined as a water molecule of half-site occupancy as the peak was 2.5 Å from the symmetry-related atom. The two water H atoms were placed in chemically sensible positions; only one of these H atom forms a hydrogen bond to an acceptor oxygen atom. The final difference Fourier map had a peak at 2 Å from O1W and hole at 1.2 Å from Cd1. Figures   Fig. 1 . Displacement ellipsoid plot (Barbour, 2001 ) of a portion of polymeric cadmium tartrate 1/6 hydrate at the 70% probability level; H atoms are drawn as spheres of arbitrary radius. The disordered water molecule is not shown. 
